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Non-invasive quantitative
molecular
Imaging
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immunohistochemistry
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Applied Biosystems QuantStudio 6 Pro Real-Time
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Advanced nucleotide
quantification
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Flowcytometry analysis
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Cytek Aurora Spectral Analyzer

(4 lasers, 58-channels of fluorescence
detection)
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(4 laser, 13-channels for fluorescence detection)
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Single-cell RNAseq

(Microwell based cell loading & Library
Preparation)
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10X Genomics analysis system

(Droplet based cell loading & Library Preparation)
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Sample multiplexing (BD or 10X)
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High-throughput sequencing
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Illumina NovaSeq 6000 (2 x 150 bp)
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